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Protein Information
Name
Synonyms

Function

IHC-P

P35398

Human, Mouse, Rat, Rabbit, Hamster, Monkey, Pig, Bovine, Horse, Dog
Rabbit

Polyclonal

58975

0.81 mg/ml

6095

RORA

RORA, Nuclear receptor ROR-alpha, Nuclear receptor RZR-alpha, Roralpha,
Transcription factor RZR-alpha, RAR-related orphan receptor A, ROR-alpha,
ROR3, RZRA, NR1F1, ROR Alpha, RZR-ALPHA

Human ROR Alpha. BLAST analysis of the peptide immunogen showed no
homology with other human proteins, except RORB (65%).

Immunoaffinity purified

Anti-RORA / ROR Alpha Antibody (Hinge Domain) is for research use only and
not for use in diagnostic or therapeutic procedures.

RORA
NR1F1, RZRA

Nuclear receptor that binds DNA as a monomer to ROR response elements
(RORE) containing a single core motif half-site 5'-AGGTCA-3' preceded by a
short A-T-rich sequence. Key regulator of embryonic development, cellular
differentiation, immunity, circadian rhythm as well as lipid, steroid,
xenobiotics and glucose metabolism. Considered to have intrinsic
transcriptional activity, have some natural ligands like oxysterols that act as
agonists (25-hydroxycholesterol) or inverse agonists (7-oxygenated sterols),
enhancing or repressing the transcriptional activity, respectively. Recruits
distinct combinations of cofactors to target genes regulatory regions to
modulate their transcriptional expression, depending on the tissue, time and
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Cellular Location

Tissue Location

promoter contexts. Regulates genes involved in photoreceptor development
including OPN1SW, OPN1SM and ARR3 and skeletal muscle development with
MYOD1. Required for proper cerebellum development (PubMed:29656859).
Regulates SHH gene expression, among others, to induce granule cells
proliferation as well as expression of genes involved in calcium- mediated
signal transduction. Regulates the circadian expression of several clock genes,
including CLOCK, BMAL1, NPAS2 and CRY1. Competes with NR1D1 for binding
to their shared DNA response element on some clock genes such as BMAL1,
CRY1 and NR1D1 itself, resulting in NR1D1- mediated repression or
RORA-mediated activation of clock genes expression, leading to the circadian
pattern of clock genes expression. Therefore influences the period length and
stability of the clock. Regulates genes involved in lipid metabolism such as
apolipoproteins APOA1, APOA5, APOC3 and PPARG. In liver, has specific and
redundant functions with RORC as positive or negative modulator of
expression of genes encoding phase I and phase II proteins involved in the
metabolism of lipids, steroids and xenobiotics, such as CYP7B1 and SULT2A1.
Induces a rhythmic expression of some of these genes. In addition, interplays
functionally with NR1H2 and NR1H3 for the regulation of genes involved in
cholesterol metabolism. Also involved in the regulation of hepatic glucose
metabolism through the modulation of G6PC1 and PCK1. In adipose tissue,
plays a role as negative regulator of adipocyte differentiation, probably acting
through dual mechanisms. May suppress CEBPB-dependent adipogenesis
through direct interaction and PPARG-dependent adipogenesis through
competition for DNA-binding. Downstream of IL6 and TGFB and
synergistically with RORC isoform 2, is implicated in the lineage specification
of uncommitted CD4(+) T-helper (T(H)) cells into T(H)17 cells, antagonizing the
T(H)1 program. Probably regulates IL17 and IL17F expression on T(H) by
binding to the essential enhancer conserved non-coding sequence 2 (CNS2) in
the IL17- IL17F locus. Involved in hypoxia signaling by interacting with and
activating the transcriptional activity of HIF1A. May inhibit cell growth in
response to cellular stress. May exert an anti-inflammatory role by inducing
CHUK expression and inhibiting NF-kappa-B signaling.

Nucleus {ECO:0000255 | PROSITE-ProRule:PRU00407,
EC0O:0000269 | PubMed:18005000, ECO:0000269 | PubMed: 18354202,
EC0:0000269 | PubMed:18658046}

Widely expressed in a number of tissues. Expressed in both regulatory T-cells
(Treg) and effector T-cells (Teff) (PubMed:18354202, PubMed:7916608).
Isoform 4: Highly expressed in the central nervous system, including in the
cerebellum (PubMed:29656859)
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