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Protein Information
Name

Function

WB, IHC-P, E
A1A4Y4
NP_001139277.1
Human

Rabbit
Polyclonal
Rabbit IgG
RB20841

20142

151-179

345611

Immunity-related GTPase family M protein, 365-, Immunity-related GTPase
family M protein 1, Interferon-inducible protein 1, LPS-stimulated RAW 2647
macrophage protein 47 homolog, LRG-47, IRGM, IFI1, IRGM1, LRG47

This IRGM antibody is generated from rabbits immunized with a KLH
conjugated synthetic peptide between 151-179 amino acids from the
C-terminal region of human IRGM.

WB~~1:1000 IHC-P~~1:100~500 E~~Use at an assay dependent concentration.
Purified polyclonal antibody supplied in PBS with 0.05% (V/V) Proclin 300. This
antibody is prepared by Saturated Ammonium Sulfate (SAS) precipitation
followed by dialysis against PBS.

Maintain refrigerated at 2-8°C for up to 2 weeks. For long term storage store
at -20°C in small aliquots to prevent freeze-thaw cycles.

IRGM Antibody (C-term) is for research use only and not for use in diagnostic
or therapeutic procedures.

IRGM {ECO:0000303 | PubMed:19266026, ECO:0000312 | HGNC:HGNC:29597}

Immunity-related GTPase that plays important roles in innate immunity and
inflammatory response (PubMed: 16888103, PubMed:19165925,
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Cellular Location

Tissue Location

Background

PubMed:25891078). Acts as a dynamin-like protein that binds to intracellular
membranes and promotes remodeling and trafficking of those membranes
(By similarity). Required for clearance of acute protozoan and bacterial
infections by interacting with autophagy and lysosome regulatory proteins,
thereby promoting the fusion of phagosomes with lysosomes for efficient
degradation of cargo including microbes (PubMed: 16888103,
PubMed:25891078, PubMed:29420192, PubMed:32939830). Regulates
selective autophagy, including xenophagy and mitophagy, both directly and
indirectly (PubMed: 16888103, PubMed:25891078, PubMed:29420192,
PubMed:32939830). Directly regulates autophagy by acting as a molecular
adapter that promotes the coassembly of the core autophagy machinery to
mediate antimicrobial defense: IRGM (1) activates AMPK, which in turn
phosphorylates ULK1 and BECN1 to induce autophagy, (2) promotes the
coassembly of ULKT and BECN1, enhancing BECN1-interacting partners and
(3) influences the composition of the BECN1 complex, by competing with the
negative regulators BCL2 and RUBCN, to trigger autophagy
(PubMed:25891078). Also activates autophagy by promoting recruitment of
STX17 to autophagosomes (PubMed:29420192). In collaboration with ATG8
proteins, regulate lysosomal biogenesis, a fundamental process for any
autophagic pathway, by promoting TFEB dephosphorylation
(PubMed:32753672). Also modulates autophagy by assisting with
autophagosome formation and preventing lysosomal deacidification (By
similarity). While activating autophagy, acts as a key negative regulator of the
inflammatory and interferon responses both by (1) promoting mitophagy and
(2) mediating autophagy- dependent degradation of effectors of the
inflammatory response (PubMed:30612879, PubMed:32715615,
PubMed:36221902). Promotes degradation of damaged and
IFNG/IFN-gamma-stressed mitochondria via mitophagy, preventing cytosolic
release of ligands that activate inflammation (PubMed:32715615). Acts as a
suppressor of inflammation by promoting recruitment of inflammation
effectors, such as CGAS, RIGI/RIG-I and NLRP3, to autophagosome
membranes, leading to their SQSTM1/p62-dependent autophagic degradation
(PubMed:30612879, PubMed:32715615). Also directly inhibits assembly of the
NLRP3 inflammasome by preventing the association between NLRP3 and
PYCARD (PubMed:30612879). Acts as a negative regulator of antiviral innate
immune response by suppressing the RIPK2-dependent pro-inflammatory
response: mediates recruitment of RIPosomes, composed of RIPK2 and NOD11
or NOD2, to autophagosome membranes, promoting their SQSTM1/p62-
dependent autophagic degradation (PubMed:34467632, PubMed:36221902).

Golgi apparatus membrane. Cell membrane

{EC0:0000250| UniProtkB:Q60766}. Cytoplasmic vesicle, phagosome
membrane {ECO:0000250 | UniProtKB:Q60766}. Cytoplasmic vesicle,
autophagosome membrane. Lysosome membrane

{EC0O:0000250| UniProtKB:Q60766}. Late endosome membrane
{ECO:0000250| UniProtKB:Q60766}. Mitochondrion membrane
{EC0O:0000250| UniProtKB:Q60766}. Cell projection, phagocytic cup
{EC0:0000250| UniProtkB:Q60766}. Note=Behaves like an integral membrane
protein. Recruited to the plasma membrane around forming phagocytic cups,
it remains associated with maturing phagosomes. Association with
phagosomes is dependent on nucleotide-binding but is IFNG-independent
Also detected in late endosomes and lysosomes

{EC0O:0000250 | UniProtkB:Q60766}

Widely expressed (at protein level) (PubMed:16888103). Expressed in several

tissues including colon, small bowel and peripheral blood leukocytes
(PubMed:17554261)
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This gene encodes a member of the p47 immunity-related GTPase family. The encoded protein may play a
role in the innate immune response by regulating autophagy formation in response to intracellular
pathogens. Polymorphisms that affect the normal expression of this gene are associated with a susceptibility
to Crohn's disease and tuberculosis.
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¢ Interferon-y activated T-cell IRGM-autophagy axis in oral lichen planus
e Caveolin-1 promotes radioresistance via IRGM-regulated autophagy in lung cancer
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