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Product Information

Application
Primary Accession
Predicted

Host

Clonality
Calculated MW
Physical State
Immunogen
Epitope Specificity
Isotype

Purity

Buffer
SUBCELLULAR LOCATION

Important Note

Background Descriptions

Additional Information

Gene ID

Other Names

Dilution

Storage

10320 Camino Santa Fe, Suite G
San Diego, CA 92121
Tel: 858.875.1900 Fax: 858.875.1999

IHC-P, IHC-F, IF

014646

Rat, Pig, Human, Mouse, Horse
Rabbit

Polyclonal

196688

Liquid

KLH conjugated synthetic peptide derived from human CHD1
151-250/1710

IgG

affinity purified by Protein A

0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
Nucleus. Cytoplasm. Is released into the cytoplasm when cells enter mitosis
and is reincorporated into chromatin during telophase-cytokinesis.

This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

Chromodomains participate in the recognition of lysine-methylated histone
tails and nucleic acids. The CHD1 protein, named for its chromo-domain,
ATPase helicase-like domain and DNA-binding domain, functions as an
ATP-utilizing chromatin assembly factor. Unlike HP1 and Polycomb proteins
that use single chromodomains to bind to their respective methylated Histone
H3 tails, the two chromodomains of CHD1 cooperate to associate with one
methylated H3 tail. Unique inserts within chromodomain 1 of CHD1 block the
expected site of H3 tail binding seen in HP1 and Polycomb, and instead direct
H3 binding to a groove at the interchromodomain junction. The human CHD1
gene maps to 5g21.1, and encodes a 1,709 amino acid deduced protein that
shares 95.5% identity with the 1,711 amino acid mouse Chd1 polypeptide.

1105

ATP-dependent chromatin remodeler CHD1, 3.6.4.-, CHD-1, CHD1
(HGNC:1915)

IHC-P=1:100-500,IHC-F=1:100-500,ICC/IF=1:100-500,IF=1:100-500,ELISA=1:500
0-10000

Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When

reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.
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https://www.abcepta.com.cn
http://www.uniprot.org/uniprot/O14646
http://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=1915

Protein Information
Name

Function

Cellular Location

Tissue Location

Background

CHD1 ( HGNC:1915)

ATP-dependent chromatin-remodeling factor which functions as substrate
recognition component of the transcription regulatory histone acetylation
(HAT) complex SAGA. Regulates polymerase II transcription. Also required for
efficient transcription by RNA polymerase I, and more specifically the
polymerase I transcription termination step. Regulates negatively DNA
replication. Not only involved in transcription-related chromatin-remodeling,
but also required to maintain a specific chromatin configuration across the
genome. Is also associated with histone deacetylase (HDAC) activity (By
similarity). Required for the bridging of SNF2, the FACT complex, the PAF
complex as well as the U2 snRNP complex to H3K4me3. Functions to
modulate the efficiency of pre- mRNA splicing in part through physical
bridging of spliceosomal components to H3K4me3 (PubMed: 18042460,
PubMed:28866611). Required for maintaining open chromatin and
pluripotency in embryonic stem cells (By similarity).

Nucleus {EC0O:0000250 | UniProtKB:P40201}. Cytoplasm

{EC0:0000250| UniProtkKB:P40201}. Note=Is released into the cytoplasm when
cells enter mitosis and is reincorporated into chromatin during
telophase-cytokinesis. {ECO:0000250 | UniProtKB:P40201}

Expressed in many tissues including in the brain, where the highest level of
expression is found in the cerebellum and basal ganglia.

This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic

applications.

Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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