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Product Information

Application
Primary Accession
Predicted

Host

Clonality
Calculated MW
Physical State
Immunogen
Epitope Specificity
Isotype

Purity

Buffer
SUBCELLULAR LOCATION
Important Note

Background Descriptions

Additional Information

Gene ID

Other Names

Dilution

Storage

10320 Camino Santa Fe, Suite G
San Diego, CA 92121
Tel: 858.875.1900 Fax: 858.875.1999

WB, IHC-P, IHC-F, IF

Q7L5D6

Rat, Pig, Human, Mouse, Chicken, Horse
Rabbit

Polyclonal

36504

Liquid

KLH conjugated synthetic peptide derived from human CEE
65-110/327

IgG

affinity purified by Protein A

0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
Cytoplasm, cytosol.

This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

Get4 is a 327 amino acid cytoplasmic protein that exists as two alternatively
spliced isoforms. Get4 forms a multiprotein complex, known as the BAT3
complex, with UBL4A, BAT3 and ARSA. The BAT3 complex plays a role in
transporting tail-anchored membrane proteins to the endoplasmic reticulum
membrane. The gene encoding Get4 maps to human chromosome 7p22.3.
Human chromosome 7 houses over 1,000 genes, comprises nearly 5% of the
human genome and has been linked to Osteogenesis imperfecta, Pendred
syndrome, Lissencephaly, Citrullinemia and Shwachman-Diamond syndrome.

51608

Golgi to ER traffic protein 4 homolog, Conserved edge-expressed protein,
Transmembrane domain recognition complex 35 kDa subunit, TRC35, GET4
(HGNC:21690), C70rf20, CEE, TRC35

WB=1:500-2000,IHC-P=1:100-500,IHC-F=1:100-500,IF=1:100-500,ELISA=1:5000
-10000

Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.
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https://www.abcepta.com.cn
http://www.uniprot.org/uniprot/Q7L5D6
http://www.genenames.org/cgi-bin/gene_symbol_report?hgnc_id=21690

Protein Information
Name
Synonyms

Function

Cellular Location

Background

GET4 ( HGNC:21690)
C70rf20, CEE, TRC35

As part of a cytosolic protein quality control complex, the BAG6/BAT3
complex, maintains misfolded and hydrophobic patches- containing proteins
in a soluble state and participates in their proper delivery to the endoplasmic
reticulum or alternatively can promote their sorting to the proteasome where
they undergo degradation (PubMed:20676083, PubMed:21636303,
PubMed:21743475, PubMed:28104892, PubMed:32395830). The BAG6/BAT3
complex is involved in the post- translational delivery of tail-anchored/type II
transmembrane proteins to the endoplasmic reticulum membrane. Recruited
to ribosomes, it interacts with the transmembrane region of newly
synthesized tail- anchored proteins and together with SGTA and ASNA1
mediates their delivery to the endoplasmic reticulum (PubMed:20676083,
PubMed:25535373, PubMed:28104892). Client proteins that cannot be
properly delivered to the endoplasmic reticulum are ubiquitinated and sorted
to the proteasome (PubMed:28104892). Similarly, the BAG6/BAT3 complex
also functions as a sorting platform for proteins of the secretory pathway that
are mislocalized to the cytosol either delivering them to the proteasome for
degradation or to the endoplasmic reticulum (PubMed:21743475). The
BAG6/BAT3 complex also plays a role in the endoplasmic
reticulum-associated degradation (ERAD), a quality control mechanism that
eliminates unwanted proteins of the endoplasmic reticulum through their
retrotranslocation to the cytosol and their targeting to the proteasome. It
maintains these retrotranslocated proteins in an unfolded yet soluble state
condition in the cytosol to ensure their proper delivery to the proteasome
(PubMed:21636303).

Cytoplasm, cytosol

This product as supplied is intended for research use only, not for use in human, therapeutic or diagnostic

applications.

Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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