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Product Information

Application WB, IHC-P, IHC-F, IF, ICC, E
Primary Accession Q6ZNE5
Reactivity Rat, Pig, Dog, Bovine
Host Rabbit
Clonality Polyclonal
Calculated MW 55309
Physical State Liquid
Immunogen KLH conjugated synthetic peptide derived from human ATG14
Epitope Specificity 41-140/492
Isotype IgG
Purity affinity purified by Protein A

Buffer 0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
SUBCELLULAR LOCATION Cytoplasm. Endoplasmic reticulum. Cytosolic under nutrient-rich conditions.

Following autophagy stimuli, such as starvation or rapamycin induction,
predominantly detected in cytoplasmic foci, identified as isolation
membranes and autophagosomes.

SIMILARITY Belongs to the Barkor family.
SUBUNIT Component of the autophagy-specific PI3-kinase complex I composed of

ATG14, BECN1, PIK3C3 and PIK3R4, but not UVRAG, nor KIAA0226/Rubicon.
UVRAG and ATG14/Barkor form mutually exclusive complexes with BECN1
through direct competition. The complex containing ATG14 up-regulates
autophagy, while the one containing Rubicon down-regulates autophagy (By
similarity). Interacts with PIK3CB (By similarity). Interacts with
BECN1P1/BECN2.

Important Note This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

Background Descriptions Required for both basal and inducible autophagy. Plays a role in
autophagosome formation and MAP1LC3/LC3 conjugation to
phosphatidylethanolamine. Promotes BECN1 translocation from the
trans-Golgi network to autophagosomes. Enhances PIK3C3 activity in a
BECN1-dependent manner.

Additional Information

Gene ID  22863

Other Names Beclin 1-associated autophagy-related key regulator, Barkor,
Autophagy-related protein 14-like protein, Atg14L, ATG14
{ECO:0000303|PubMed:18843052}

Dilution WB=1:500-2000,IHC-P=1:100-500,IHC-F=1:100-500,ICC=1:100-500,IF=1:100-50
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0,ELISA=1:5000-10000

Format 0.01M TBS(pH7.4) with 1% BSA, 0.09% (W/V) sodium azide and 50% Glyce

Storage Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.

Protein Information

Name  ATG14 {ECO:0000303|PubMed:18843052}

Function  Required for both basal and inducible autophagy. Determines the
localization of the autophagy-specific PI3-kinase complex PI3KC3-C1
(PubMed:18843052, PubMed:19050071). Plays a role in autophagosome
formation and MAP1LC3/LC3 conjugation to phosphatidylethanolamine
(PubMed:19270696, PubMed:20713597). Promotes BECN1 translocation from
the trans-Golgi network to autophagosomes (PubMed:20713597). Enhances
PIK3C3 activity in a BECN1-dependent manner. Essential for the
autophagy-dependent phosphorylation of BECN1 (PubMed:23878393).
Stimulates the phosphorylation of BECN1, but suppresses the
phosphorylation PIK3C3 by AMPK (PubMed:23878393). Binds to
STX17-SNAP29 binary t-SNARE complex on autophagosomes and primes it for
VAMP8 interaction to promote autophagosome-endolysosome fusion
(PubMed:25686604, PubMed:37632749). Modulates the hepatic lipid
metabolism (By similarity).

Cellular Location Cytoplasm. Endoplasmic reticulum membrane; Peripheral membrane protein.
Preautophagosomal structure membrane; Peripheral membrane protein.
Cytoplasmic vesicle, autophagosome membrane; Peripheral membrane
protein. Note=Cytosolic under nutrient-rich conditions (PubMed:19050071).
Following autophagy stimuli, such as starvation or rapamycin induction,
predominantly detected in cytoplasmic foci, identified as isolation
membranes and autophagosomes (PubMed:19050071). Accumulates on
highly curved PtdIns(3)P enriched autophagic membrane via its BATS domain
to sense and maintain membrane curvature (By similarity). Also localizes to
discrete punctae along the ciliary axoneme and to the base of the ciliary
axoneme (By similarity). {ECO:0000250|UniProtKB:Q8CDJ3}

Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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