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Product Information

Application WB, IHC-P
Primary Accession Q9Y5B9
Reactivity Human, Mouse
Host Rabbit
Clonality Polyclonal
Calculated MW 119914

Additional Information

Gene ID  11198

Other Names SUPT16H; FACT140; FACTP140; FACT complex subunit SPT16;
Chromatin-specific transcription elongation factor 140 kDa subunit; FACT 140
kDa subunit; FACTp140; Facilitates chromatin transcription complex subunit
SPT16; hSPT16

Dilution WB~~Western Blot: 1/500 - 1/2000. Immunohistochemistry: 1/100 - 1/300.
ELISA: 1/10000. Not yet tested in other applications. IHC-P~~N/A

Format Liquid in PBS containing 50% glycerol, 0.5% BSA and 0.09% (W/V) sodium
azide.

Storage Conditions -20℃

Protein Information

Name  SUPT16H

Synonyms  FACT140, FACTP140

Function  Component of the FACT complex, a general chromatin factor that acts to
reorganize nucleosomes. The FACT complex is involved in multiple processes
that require DNA as a template such as mRNA elongation, DNA replication
and DNA repair. During transcription elongation the FACT complex acts as a
histone chaperone that both destabilizes and restores nucleosomal structure.
It facilitates the passage of RNA polymerase II and transcription by promoting
the dissociation of one histone H2A-H2B dimer from the nucleosome, then
subsequently promotes the reestablishment of the nucleosome following the
passage of RNA polymerase II. The FACT complex is probably also involved in
phosphorylation of 'Ser-392' of p53/TP53 via its association with CK2 (casein
kinase II).

Cellular Location Nucleus. Chromosome. Note=Colocalizes with RNA polymerase II on
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chromatin. Recruited to actively transcribed loci

Tissue Location  Ubiquitous..

Background

 Component of the FACT complex, a general chromatin factor that acts to reorganize nucleosomes. The
FACT complex is involved in multiple processes that require DNA as a template such as mRNA elongation,
DNA replication and DNA repair. During transcription elongation the FACT complex acts as a histone
chaperone that both destabilizes and restores nucleosomal structure. It facilitates the passage of RNA
polymerase II and transcription by promoting the dissociation of one histone H2A-H2B dimer from the
nucleosome, then subsequently promotes the reestablishment of the nucleosome following the passage of
RNA polymerase II. The FACT complex is probably also involved in phosphorylation of 'Ser-392' of p53/TP53
via its association with CK2 (casein kinase II). 

Images

Western Blot analysis of various cells using SPT16
Polyclonal Antibody cells nucleus extracted by Minute TM
Cytoplasmic and Nuclear Fractionation kit
(SC-003,Inventbiotech,MN,USA).

Immunohistochemical analysis of paraffin-embedded
Human breast cancer. Antibody was diluted at
1:100(4°,overnight). High-pressure and temperature
Tris-EDTA,pH8.0 was used for antigen retrieval. Negetive
contrl (right) obtaned from antibody was pre-absorbed by
immunogen peptide.
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