Yo/

oA abcepta

10320 Camino Santa Fe, Suite G
San Diego, CA 92121
Tel: 858.875.1900 Fax: 858.875.1999
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Product Information

Application
Primary Accession
Reactivity

Host

Clonality

Isotype

Conjugate
Purification
Calculated MW

Additional Information

Gene ID
Other Names
Dilution

Format

Storage

Protein Information
Name

Function

WB, IHC-P, IP
Q06890

Rat, Mouse

Rabbit

Monoclonal Antibody
IgG

Unconjugated
Affinity Purified
51656

12759
Clu
WB~~1:500-1:1000 IHC-P~~N/A IP~~1:20

Liquid in 50mM Tris-Glycine(pH 7.4), 0.15M NaCl, 40%Glycerol, 0.01% sodium
azide and 0.05% BSA.

Store at 4°C short term. Aliquot and store at -20°C long term. Avoid
freeze/thaw cycles.

Clu {ECO:0000312 | MGI:MGI:88423}

Functions as extracellular chaperone that prevents aggregation of non native
proteins. Prevents stress-induced aggregation of blood plasma proteins (By
similarity). Inhibits formation of amyloid fibrils by APP, APOC2, B2M, CALCA,
CSN3, SNCA and aggregation-prone LYZ variants (in vitro)
(PubMed:14741101). Does not require ATP. Maintains partially unfolded
proteins in a state appropriate for subsequent refolding by other chaperones,
such as HSPA8/HSC70. Does not refold proteins by itself. Binding to cell
surface receptors triggers internalization of the chaperone-client complex and
subsequent lysosomal or proteasomal degradation. When secreted, protects
cells against apoptosis and against cytolysis by complement: inhibits
assembly of the complement membrane attack complex (MAC) by preventing
polymerization of C9 pore component of the MAC complex. Intracellular
forms interact with ubiquitin and SCF (SKP1-CUL1-F-box protein) E3
ubiquitin-protein ligase complexes and promote the ubiquitination and
subsequent proteasomal degradation of target proteins. Promotes
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Cellular Location

Tissue Location

Background

proteasomal degradation of COMMD1 and IKBKB. Modulates NF-kappa-B
transcriptional activity (By similarity). Following stress, promotes apoptosis
(PubMed:12551933). Inhibits apoptosis when associated with the
mitochondrial membrane by interference with BAX-dependent release of
cytochrome c into the cytoplasm. Plays a role in the regulation of cell
proliferation. Following ER stress, suppresses stress-induced apoptosis by
stabilizing mitochondrial membrane integrity through interaction with HSPA5.
When secreted, does not affect caspase or BAX- mediated intrinsic apoptosis
and TNF-induced NF-kappa-B-activity (By similarity). When secreted, acts as an
important modulator during neuronal differentiation through interaction with
STMN3 (By similarity). Plays a role in the clearance of immune complexes that
arise during cell injury (PubMed:11865066).

Secreted. Nucleus. Cytoplasm Mitochondrion membrane

{EC0:0000250| UniProtkKB:P10909}; Peripheral membrane protein
{EC0:0000250| UniProtkKB:P10909}; Cytoplasmic side

{EC0:0000250| UniProtkKB:P10909}. Cytoplasm, cytosol. Microsome
{EC0:0000250| UniProtkB:P10909}. Endoplasmic reticulum

{EC0:0000250| UniProtkKB:P10909}. Mitochondrion

{EC0:0000250| UniProtkKB:P10909}. Mitochondrion membrane
{EC0O:0000250| UniProtKB:P10909}. Cytoplasm, perinuclear region
{EC0O:0000250| UniProtKB:P05371}. Cytoplasmic vesicle, secretory vesicle,
chromaffin granule {EC0:0000250 | UniProtKB:P10909}. Note=Can
retrotranslocate from the secretory compartments to the cytosol upon
cellular stress. Detected in perinuclear foci that may be aggresomes
containing misfolded, ubiquitinated proteins. Detected at the mitochondrion
membrane upon induction of apoptosis. Under ER stress, aimmaturely
glycosylated pre-secreted form retrotranslocates from the endoplasmic
reticulum (ER)-Golgi network to the cytoplasm to localize in the mitochondria
through HSPAS interaction. ER stress reduces secretion. Under the stress,
minor amounts of non-secreted forms accumulate in cytoplasm.
{EC0O:0000250 | UniProtKB:P10909}

Most abundant in stomach, liver, brain, and testis, with intermediate levels in
heart, ovary and kidney

Functions as extracellular chaperone that prevents aggregation of nonnative proteins. Prevents
stress-induced aggregation of blood plasma proteins. Inhibits formation of amyloid fibrils by APP, APOC2,
B2M, CALCA, CSN3, SNCA and aggregation-prone LYZ variants (in vitro). Does not require ATP. Maintains
partially unfolded proteins in a state appropriate for subsequent refolding by other chaperones, such as
HSPA8/HSC70. Does not refold proteins by itself.
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Western blot analysis of Clusterin alpha chain in rat Brain
lysates using Clusterin alpha Chain antibody.
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Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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