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Catalog # AP75632

Product Information

Application WB, IHC-P, IP
Primary Accession Q02556

Reactivity Human

Host Rabbit

Clonality Monoclonal Antibody
Isotype IgG

Conjugate Unconjugated
Purification Affinity Purified
Calculated MW 48356

Additional Information

Gene ID 3394

Other Names IRF8

Dilution WB~~1:500-1:1000 IHC-P~~N/A IP~~1:20

Format Liquid in 50mM Tris-Glycine(pH 7.4), 0.15M NaCl, 40%Glycerol, 0.01% sodium

azide and 0.05% BSA.

Storage Store at 4°C short term. Aliquot and store at -20°C long term. Avoid
freeze/thaw cycles.

Protein Information
Name IRF8 {EC0:0000303 | PubMed:21524210, ECO:0000312 | HGNC:HGNC:5358}

Function Transcription factor that specifically binds to the upstream regulatory region
of type Linterferon (IFN) and IFN-inducible MHC class I genes (the interferon
consensus sequence (ICS)) (PubMed:25122610). Can both act as a
transcriptional activator or repressor (By similarity). Plays a negative
regulatory role in cells of the immune system (By similarity). Involved in
CD8(+) dendritic cell differentiation by forming a complex with the BATF-JUNB
heterodimer in immune cells, leading to recognition of AICE sequence
(5'-TGANTCA/GAAA- 3'), an immune-specific regulatory element, followed by
cooperative binding of BATF and IRF8 and activation of genes (By similarity).
Required for the development of plasmacytoid dendritic cells (pDCs), which
produce most of the type I IFN in response to viral infection (By similarity).
Positively regulates macroautophagy in dendritic cells (PubMed:29434592).
Acts as a transcriptional repressor of osteoclast differentiation factors such as
NFATC1 and EEIG1 (By similarity).
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https://www.abcepta.com.cn
http://www.uniprot.org/uniprot/Q02556
http://www.uniprot.org/citations/25122610
http://www.uniprot.org/citations/29434592

Cellular Location Nucleus. Cytoplasm Note=In resting macrophages, localizes in the cytoplasm.
Translocated in the nucleus upon IFN-gamma induction.

Tissue Location Predominantly expressed in lymphoid tissues.

Background

Plays a role as a transcriptional activator or repressor (PubMed:25122610). Specifically binds to the
upstream regulatory region of type I IFN and IFN-inducible MHC class I genes (the interferon consensus
sequence (ICS)). Plays a negative regulatory role in cells of the immune system. Involved in CD8+ dendritic
cell differentiation by forming a complex with the BATF-JUNB heterodimer in immune cells, leading to
recognition of AICE sequence (5'-TGANTCA/GAAA-3'), an immune-specific regulatory element, followed by
cooperative binding of BATF and IRF8 and activation of genes .

Images

> Western blot analysis of IRF8 in THP-1 lysates using IRF8
180. antibody.
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Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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