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Product Information

Application WB, IHC, IF, FC, ICC, IP, IHF
Primary Accession Q86WJ1
Reactivity Human, Mouse
Clonality Monoclonal
Other Names ALC1; chd1l; CHDL;

Isotype Rabbit IgG
Host Rabbit
Calculated MW 101000

Additional Information

Dilution WB 1:500~1:2000 IHC 1:50~1:200 ICC/IF 1:50~1:200 IP 1:40 FC 1:200
Purification Affinity-chromatography
Immunogen A synthesized peptide derived from human CHD1L
Description DNA helicase which plays a role in chromatin-remodeling following DNA

damage. Targeted to sites of DNA damage through interaction with
poly(ADP-ribose) and functions to regulate chromatin during DNA repair. Able
to catalyze nucleosome sliding in an ATP-dependent manner. Helicase activity
is strongly stimulated upon poly(ADP-ribose)-binding.

Storage Condition and Buffer Rabbit IgG in phosphate buffered saline , pH 7.4, 150mM NaCl, 0.02% sodium
azide and 50% glycerol. Store at +4°C short term. Store at -20°C long term.
Avoid freeze / thaw cycle.

Protein Information

Name  CHD1L {ECO:0000303|PubMed:34210977, ECO:0000312|HGNC:HGNC:1916}

Function  ATP-dependent chromatin remodeler that mediates chromatin- remodeling
following DNA damage (PubMed:19661379, PubMed:29220652,
PubMed:29220653, PubMed:33357431, PubMed:34210977,
PubMed:34486521, PubMed:34874266). Recruited to DNA damage sites
through interaction with poly-ADP-ribose: specifically recognizes and binds
histones that are poly-ADP-ribosylated on serine residues in response to DNA
damage (PubMed:19661379, PubMed:29220652, PubMed:29220653,
PubMed:34486521, PubMed:34874266). Poly-ADP-ribose-binding activates the
ATP-dependent chromatin remodeler activity, thereby regulating chromatin
during DNA repair (PubMed:19661379, PubMed:29220652,
PubMed:29220653, PubMed:34486521, PubMed:34874266). Catalyzes
nucleosome sliding away from DNA breaks in an ATP-dependent manner
(PubMed:19661379, PubMed:29220652, PubMed:29220653). Chromatin
remodeling activity promotes PARP2 removal from chromatin
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(PubMed:33275888).

Cellular Location Nucleus. Chromosome Note=Localizes at sites of DNA damage; recruited by
histones H2B and H3 poly-ADP-ribosylated on 'Ser-6' and 'Ser-10', respectively
(H2BS6ADPr and H3S10ADPr) by PARP1 or PARP2.

Tissue Location Frequently overexpressed in hepatomacellular carcinomas.

Images

Western blot analysis of CHD1L expression in A549 cell
lysate.
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