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Product Information

Application
Reactivity
Host

Clonality
Physical State
Isotype

Purity

Buffer
SUBCELLULAR LOCATION

SIMILARITY
SUBUNIT
Important Note

Background Descriptions

Additional Information

Dilution

Storage

Background

WB, IHC-P, IHC-F, IF

Human, Mouse, Rat

Mouse

Recombinant

Liquid

IgG2a, Kappa

affinity purified by Protein G

0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
Cytoplasm. Nucleus. Note=Primarily cytoplasmic. Translocates to the nucleus
following UV irradiation and subsequently accumulates at sites of DNA
damage.

Belongs to the DDB1 family.

Component of the UV-DDB complex which includes DDB1 and DDB2.

This product as supplied is intended for research use only, not for use in
human, therapeutic or diagnostic applications.

This gene encodes the large subunit of DNA damage-binding protein which is
a heterodimer composed of a large and a small subunit. This protein
functions in nucleotide-excision repair. Its defective activity causes the repair
defect in the patients with xeroderma pigmentosum complementation group
E (XPE). However, it remains for mutation analysis to demonstrate whether
the defect in XPE patients is in this gene or the gene encoding the small
subunit. In addition, Best vitelliform mascular dystrophy is mapped to the
same region as this gene on 11qg, but no sequence alternations of this gene
are demonstrated in Best disease patients. [provided by RefSeq].

WB=1:500-1000,IHC-P=1:100-500,IHC-F=1:100-500,IF=1:100-500

Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.

This gene encodes the large subunit of DNA damage-binding protein which is a heterodimer composed of a
large and a small subunit. This protein functions in nucleotide-excision repair. Its defective activity causes
the repair defect in the patients with xeroderma pigmentosum complementation group E (XPE). However, it
remains for mutation analysis to demonstrate whether the defect in XPE patients is in this gene or the gene
encoding the small subunit. In addition, Best vitelliform mascular dystrophy is mapped to the same region
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as this gene on 11q, but no sequence alternations of this gene are demonstrated in Best disease patients.
[provided by RefSeq].

Please note: All products are 'FOR RESEARCH USE ONLY. NOT FOR USE IN DIAGNOSTIC OR THERAPEUTIC PROCEDURES'.
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