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Product Information

Application IHC-P, IHC-F, IF, E
Primary Accession O00483
Other Accession O00483
Host Rabbit
Clonality Polyclonal
Calculated MW 9370
Physical State Liquid
Immunogen KLH conjugated synthetic peptide derived from human NDUFA4
Epitope Specificity 31-81/81
Isotype IgG
Purity affinity purified by Protein A

Buffer 0.01M TBS (pH7.4) with 1% BSA, 0.02% Proclin300 and 50% Glycerol.
SIMILARITY Belongs to the complex I NDUFA4 subunit family.
SUBUNIT Mammalian complex I is composed of 45 different subunits.
Important Note This product as supplied is intended for research use only, not for use in

human, therapeutic or diagnostic applications.
Background Descriptions The protein encoded by this gene belongs to the complex I 9kDa subunit

family. Mammalian complex I of mitochondrial respiratory chain is composed
of 45 different subunits. This protein has NADH dehydrogenase activity and
oxidoreductase activity. It transfers electrons from NADH to the respiratory
chain. The immediate electron acceptor for the enzyme is believed to be
ubiquinone. [provided by RefSeq, Jul 2008]

Additional Information

Gene ID  4697

Other Names CI-9k; CI-MLRQ; MC4DN21; MISTR1; MLRQ; MRCAF1; NDUFA4;
NDUA4_HUMAN; Complex I-MLRQ (CI-MLRQ); NADH-ubiquinone
oxidoreductase MLRQ subunit; NDUA4_MOUSE;

Dilution IHC-P=1:100-500,IHC-F=1:100-500,ICC/IF=1:100-500,IF=1:100-500,ELISA=1:500
0-10000

Storage Store at -20 °C for one year. Avoid repeated freeze/thaw cycles. When
reconstituted in sterile pH 7.4 0.01M PBS or diluent of antibody the antibody
is stable for at least two weeks at 2-4 °C.

Protein Information

Name  COXFA4 ( HGNC:7687)
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Synonyms  NDUFA4

Function  Component of the cytochrome c oxidase, the last enzyme in the
mitochondrial electron transport chain which drives oxidative
phosphorylation. The respiratory chain contains 3 multisubunit complexes
succinate dehydrogenase (complex II, CII), ubiquinol- cytochrome c
oxidoreductase (cytochrome b-c1 complex, complex III, CIII) and cytochrome
c oxidase (complex IV, CIV), that cooperate to transfer electrons derived from
NADH and succinate to molecular oxygen, creating an electrochemical
gradient over the inner membrane that drives transmembrane transport and
the ATP synthase. Cytochrome c oxidase is the component of the respiratory
chain that catalyzes the reduction of oxygen to water. Electrons originating
from reduced cytochrome c in the intermembrane space (IMS) are
transferred via the dinuclear copper A center (CU(A)) of subunit 2 and heme A
of subunit 1 to the active site in subunit 1, a binuclear center (BNC) formed by
heme A3 and copper B (CU(B)). The BNC reduces molecular oxygen to 2 water
molecules unsing 4 electrons from cytochrome c in the IMS and 4 protons
from the mitochondrial matrix (PubMed:22902835). COXFA4 is required for
complex IV maintenance (PubMed:22902835).

Cellular Location Mitochondrion inner membrane; Single-pass membrane protein
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